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1. Personal bio-data: 

 

a) Position/Designation 

 

: Scientist 

b) Joining date in ICAR  : June, 2008, (DOB: 01/01/1982) 

c) Discipline and Specialization :  Biochemistry, Molecular Biology, RNAi 

d)Training/advance exposure in the area of work:  

 Indo-US Post-Doctoral Research Fellowship award (from Jan 2013 to Dec, 2013) 

sponsored by Indo-US Science & Technology Forum (IUSSTF) to work in laboratory of 

Prof. Jian Kang Zhu at Purdue University,USA for a period of 12 months. 

 August 2004-June 2008: Doctoral student, Thesis title “Characterization of viral 

suppressors of RNA silencing and their regulatory role in plant gene expression” , 

Indian Agricultural Research Institute, New Delhi, India. 

 Attended twenty-one days winter School on Biosecurity and Biosafety: Policies, 

Procedures and Issues sponsored by Indian Council of Agricultural Research and 

organized by National Bureau of Plant Genetic Resources, New Delhi from January 14- 

February 3, 2009. 

 Attended Global Biosafety Management Program (GBMP): Approach to Product 

Development and Regulation, October 3-5, 2011 Jaipur, Organized by Cornell 

University and Sathguru Center for Executive Education. 

  Attended South Asia Conference on Current Approaches to the Environmental Risk 

assessment (ERA) of Genetically Engineered Crops held on May 16-18, 2011 at New 

Delhi, Organized by CERA, BCIL, DBT and MoEF. 

 Organized (as course co-ordinator) a twenty-one days winter school on Bt rice 

evaluation and deployment strategy sponsored by Indian Council of Agricultural 

Research and organized by Directorate of Rice Research, Hyderabad from September 7-

27, 2011. 

  Attended Training programme on “Data Analysis Using SAS” from November 24-30, 

2010 at National Academy of Agricultural Research and Management (NAARM) 

Hyderabad. 
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e) Contribution to the scientific advancement: 

Contribution of Dr. Satendra is well appreciated in the field of genomics of RNA interference 

(RNAi) suppressor protein genes of Papaya ringspot virus (PRSV), Cucumber mosaic virus and 

Papaya leafcurl virus. First report of complete genome sequence of two different pathotypes of 

PRSV-India, its recombination and phylogenetic survey in understanding PRSV evolutionary 

linkages is another significant achievement. He studied the molecular diversity of Rice tungro 

bacilliform virus (RTBV) and Rice tungro spherical virus (RTSV) isolates present in India, and 

developed diagnostic tools for rapid identification of viruses from diseased samples and insect 

vectors. He has developed RNAi vector and transformed it into rice to develop RTSV 

resistance. The genome sequencing of South Indian isolate of RTSV done by Dr. Mangrauthia 

has widened the understanding of biology of virus. His study of genome wide identification and 

expression analysis of microRNAs in rice in response to heat stress will add to understanding of 

molecular biology of high temperature stress in rice. His work on identifying DNA 

demethylation factors involved in epigenetic regulation and chromatin remodeling is new 

discovery of plant biology. 

 

2. Future Planning of research: 

Utilizing molecular tools to understand the stress perception and response of rice.  
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4. Other relevant activities of Scientist: 

 Guiding M.Sc and PhD students of different universities. 

 Investigator of DBT/DST funded projects 

 Member in various institutional committees 

 


